Table S1. Primers sequence.

Primer name

primer sequence (5°—3°)

application

VWJAZI3-F
VvJAZI3-R
VWJAZI3-F
VvJAZI3-R
VWJAZI3-F
VWJAZI3-R
VvCBF'I-F
VvCBFI-R
VvCBF2-F
VvCBF2-R
VvCBF3-F
VvCBF3-R
WICEla-F
VWICEla-R
VVICE1b-F
VvICE1b-R
VWICEIc-F
VvICE1c-R
VvF-box-F
VvF-box-R
WITIFY5A-F
WITIFY5A-R
VvAGDI13-F
VvAGDI13-R
VWTIFY9-F
VVTIFY9-R
Vvbchl-F
VvbchlI-R
PGADT7-F
PGADT7-R
AtCBFI-F
AtCBFI-R
AtCBF2-F
AtCBF2-R
AtCBF3-F
AtCBF3-R
AtICEI-F
AtICEI-R
EGFP-F
EGFP-R

tttggagaggacacgctcgagATGACATGCAGTCTGGAAGGAAA
gcccttgetcaccatgaattcCTTTGGAGATTTGGCAGCCA
aggccgaattcceggggatcctt ATGACATGCAGTCTGGAAGGAAA
ccgetgeaggtegacggatccCTACTTTGGAGATTTGGCAGCC
CCGAATCGCTCCGCCAGAC
GCCGGAAACCCCAGCAGATC
AACCCAACTGCACCATCTTC
CATCATCCCAGCTGAATCCT
ATGGACTTGGACCGTGAGTC
ATCGGGAAAATTGAGGGAAG
CCCTCATCCTCCTCTTCCTC
TCCCCAGCTGAAGATGACTT
GCAATGCCGGTCAGAATCAC
AACACGAAGACGACGAGTCC
CCAGCAAGGGTGGAGGTAAG
AGCCTGCTGGATGTCCAATC
TGTCTCAGAGTCAGAGCGGA
ACCCACAAACCATCGAGGAC
tttggagaggacacgctcgagATGATAGAAACTGAAGAAGTCCAGTCTAA
geccttgetcaccatgaattc AAAAGTAGGCAAGTAGTCGTCGTCT
gtgggcatcgatacgggatcctt ATGGAGTTTACCCCCAATCTAAGA
cagctcgagcetcgatggatccTTAATGATTGTATGGGGACATAGCTT
gtgggcatcgatacgggatcctt ATGGCGACAGGAATTTCGG
cagctcgagcetcgatggatccTCATGAAGAGTCAGATGATTTAATTCTTC
tttggagaggacacgctcgagATGGAGAATTTGTTGGGTCTTCTC
gcccttgetcaccatgaattc AAACAGTCCCCTGCAGCCTG
gtgggcatcgatacgggatcctt ATGTCGAGAGCCGCCATGG
cagctcgagcetcgatggatccCTAGGCCCGGAACAGCTCC
GGAGTACCCATAGGACGTACC
TATCTACGATTCZTCTGCAGC
GAGACGATGGTGGAAGCTATTT
AGCATGCCTTCAGCCATATTA
GACCTTGGTGGAGGCTATTT
ATCCCTTCGGCCATGTTATC
GACGTTGGTGGAGGCTATTT
AGCATCCCTTCTGCCATATTAG
CTTCCATCCGTTGACACCTAC
CTCTAGCTTGCTGGCCTTTAG
ACTATCCTTCGCAAGACC
GGTCAGCTTGCCGTAGGT
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gqRT-PCR
gqRT-PCR
gqRT-PCR
gRT-PCR
gqRT-PCR
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gqRT-PCR
qRT-PCR
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qRT-PCR
qRT-PCR
gqRT-PCR
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Figure S1. Chromosomal localization analysis of VoJAZ13 gene in grape.

A

RB — camv3ss —— EGFP NOS —— 1B
|

Xhol EcoRI

RB ——  CaMV35s wJAzi3 EGFP | NOS 1B

B C

Figure S2. Cloning of Vo]JAZ13 gene. (A) Empty plasmid and VvJAZ13-EGFP
plasmid map. (B) Gene clone of VuJAZ13. (C) PCR detection of Escherichia coli.
(C) PCR detection of Agrobacterium.

Note: M is DL 2000 Marker, 1Mel 5 is positive PCR products.
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Figure S3. Cloning of VvJAZ13 gene and construction of pGBKT7-VvJAZ13
vector. (A) Gene clone of VoJAZ13. (B) PCR detection of Escherichia coli. (C) PCR

detection of Y2H gold.

Note: M is DL 2000 Marker, 1Mel 5 is positive PCR products.
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Figure S4. Transcriptional activation assays of VuJAZ13.
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Figure S5. Screening of VvJAZ13-BD libraries. (A) VvJAZ13-BD partial library
screening of cyanobacteria. (B) PCR detection plot.
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Figure S6. Cloning of VoJAZ13 potential interacting proteins and construction
of vectors.
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Figure S7. Expression of cold response gene VwCBF1, VvCBF2, VvCBF3,
VICE1a, VoICE1b and WICEIc in transient transformation of VvJAZ13 grape

leaves.

(bp)
2000
1000

750
500

OE-2 OE-3

Figure S8. Identification of Vu]JAZ13 transgenic Arabidopsis. (A) Screening of To
Arabidopsis seeds in MS medium containing Kana resistance. (B) Screening of
T2 homozygous Arabidopsis seeds in in MS medium containing Kana resistance.

(C) The positive detection of Arabidopsis.
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