Figure S3
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Figure S3. Correlation analysis in selected cell lines type (Invasive Breast Carcinoma, n=19; Lung
Adenocarcinoma, n=79; Pancreatic Adenocarcinoma, n=50) between TMUB1 expression and the apoptotic
genes analysed (BAX, BBC3 and NOXA1). Correlation score is reported in each scatter plot. Regression line is
shown to estimate the linear relationship between the genes.



