E

Q

HG50C

L650C occe ENOC

Pathologic Types

Moc

= Do s |
= T £ - p=3.1e-5 r=0.56
it :
mm Multiploi
‘_wu g -
3 80 g
E : M
= 60 E ‘
; 40 g -
Ga e,
‘ 7| .
0OC04 OCO5 OC06 OCO07 OC08 OC09 OCi0 OCi1 OCi13 0OCi4 . p > P
Single cell sequecing Patients CEPS-FISH
+ single cell
-= FISH CEP8
0cC11 0cCos 0C14 0Co06 . 0C13
£ £ £
i A £ ~ N\ 71
g =\ Ny T, N A
g NN 8 o A N £ LN
Ny - — . -
‘Hetoroploidy ’ Heteropioidy = " Heteroploidy * " 'Heteroploidy * ° Heteroploidy © '
oc1o 0C16 - 0co7 . 0Co4 . 0co
- - z
€ AN '§ e 7a\ A H
g — 2 /N VN % e
g ~ N g hY AN AN
£ . TN e N 4 ~
‘Heteroploidy " Heteropioidy © * Heteroploidy © Heteroploidy * " Hetaroploidy’
Tissue FISH hEMI15A SKOV3.IpP ES2
eatye o _w o
£ w - Lw T § ™
E L E L =
§_ « § “ E “
S 8 _
g= _ o g i g ,: .
> 3 F & P & & e
& E P & &L &S,
CTC w SKOV-3 0 CAOV-3 . A2780
g - £ @
5~ 5" 5.
£ ns B - £
5 = -] o w
g g g
[ o _ o o
; N Py >
feaﬁp“f‘ff ff«f‘df:;f ﬁq\e‘*,&e}‘sﬁ &
1 Zere  ®m Diplid £ Tetraphoid 3 C'MVCICEPS
O Haplid 3 Triploid B Multiploid e-Mye
—_ e
£ | 2
c o o v
£ z - g ‘E{.
£ w 2! ey " . %
g R o L e % S
o = o s o *
g ==
o P :

HGSOC LGSOC OCCC ENOC Moc

Histology type

Figure S1. The relevance between CEP-8 FISH and single cell sequencing
and the relevant results of c-Myc. (A) The number of sub-group of
different chr8 aneuploid cells of patients of single-cell sequencing. (B)
The correlation analysis between CEP-8 FISH and chr8 sub-classification
of single-cell sequencing. (C) The proportion of different chr8 ploidy
cells of CEP-8 FISH and single-cell sequencing. (D) The typical pictures
of CEP-8 and c-Myc FISH of ovarian cancer tissue. (E) The typical
pictures of CTCs captured by SE-iFISH. (F) The proportion of different
ploidy of chromosomes 8 detected by CEP8 FISH in different ovarian
cancer cell lines. (G) The proportion of different ploidy of c-Myc detected
by c-Myc FISH in different pathological types of ovarian cancer. (H)
Spearman correlation analysis of CEP8-FISH and c-Myc FISH. The
horizontal axis represents the chromosome 8 status, and the vertical axis
represents c-Myc status. On the upper side and the right side are the
Gray bar chart showing the distribution trend of probe of CEP8 and c-
Myec. (I) The ratio of c-Myc/CEP8 in different pathological types of
ovarian cancer.
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Figure S2. The mRNA and protein levels of PRKDC in cells were
detected after transfected with siRNA and saRNA. (A) Expression of
PRKDC mRNA levels were assessed by real-time PCR in A2780 and ES2
after transfected with siRNA. (B) Expression of PRKDC protein levels
were assessed by Western Blot in A2780 and ES2 after transfected with
siRNA. (C) Quantification of PRKDC protein relative level. (D)
Expression of PRKDC mRNA levels were assessed by real-time PCR in
CAOV-3 and hEM15A after transfected with saRNA. (E) Expression of
PRKDC protein levels were assessed by Western Blot in CAOV-3 and
hEMI5A after transfected with saRNA. (F) Quantification of PRKDC
protein relative level



