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Figure S1: Phylogenetic relationships of AREB/ABF/ABI5 proteins in A. thaliana, P. trichocarpa

and S. album which established by Maximum likelihood method.
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Figure S2: Phylogenetic relationships of AREB/ABF/ABI5 proteins in A. thaliana, P. trichocarpa
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and S. album which established by Maximum parsimony method.



