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Figure S1. Frequency distribution of antioxidant activity (A), total phenolic content (B), and total flavonoid
content (C) of the 400 seeds from different accessions.
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Figure S3. Multiple reaction monitoring (MRM) graphs of QC samples showing the total lons Current (TIC) of some
identified metabolites at the negative and positive ionization, respectively.
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Figure S4. Correlations analysis between QC samples.
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Figure S5. Hierarchical clustering analysis (HCA)
of the polyphenol profiles of high (HA) and low
(LA) antioxidant seeds.
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Figure S6. Permutation plot of OPLS-DA results of pairwise comparison between high (HA) and low (LA) antioxidant seeds.
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Figure S7. Top 20 highly accumulated phenolic compounds in high antioxidant sesame seeds.
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Figure S8. Correlation analysis network between 49 DAPs, including 22 phenolic acids (green circles), 17
lignans (yellow circles), and 10 flavonoids (purple circles). The pink lines indicate higher correlations.
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Figure S9. gRT-PCR validation of the RNA-seq data.
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Figure S10. (A) and (B) GO analysis results of DEGs between LA and HA varieties at 10 and 20DPA, respectively.
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Figure S12. KEGG analysis results of DEGs between LA and HA varieties at 20DPA.
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